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1. The  interaction  between  Collimonas  fungivorans and  Aspergillus  niger is 
characterized  by  a  complex  interplay  between  trophism,  antibiosis,  and 
competition for nutrients (this thesis).
2. Cryptic  plasmids  such  as  pTer331  and  pIPO2  might  not  confer  an  individual 
advantage  to  bacteria,  but,  due  to  their  broad-host-range  and  ability  to 
retromobilize,  benefit  bacterial  populations  by  accelerating  the  intracommunal 
dissemination of the mobile gene pool (this thesis).
3. The possession of a different  collection of  genetic  determinants of mycophagy 
might be at the base of the specialization of Collimonas strains towards different 
fungal hosts (this thesis).
4. Several  genes and gene functions contribute incrementally to the mycophagous 
behavior (this thesis).
5. Bacterial-fungal interactions are essential for the functioning of ecosystems and 
studies on bacterial-fungal interactions may lie at the basis of novel applications in 
agriculture, food industry and human health.
6. Elucidating  the  relationship  between  mycophagous  determinants  and  the 
susceptibility of target pathogens will open the way for potential application of 
Collimonas strains as biocontrol agents of plant pathogenic fungi.
7. The  ecological  classification  (producers,  phagotrophs,  decomposers)  is  one  of 
function  rather  than  of  species  as  such:  some  species  occupy  intermediate 
positions, and others can shift their mode of nutrition according to environmental  
circumstances (E. P. Odum).
8. New methods are starting to improve understanding of the diversity of microbial 
community and the microbial interactions relevant to soil functions; all methods 
contain  inherent  biases  and  it  is  necessary  to  understand  the  underlying 
mechanisms in order to appreciate the weaknesses and strength of each approach.
9. In May 2010, the creation of a bacterium with a synthetic genome indicated that  
scientists are about to reach the goal of creating artificial life; nevertheless we are  
far  from knowing the requirements  for  a  new synthetic  genome to persist  and 
exchange genes in the natural environment.
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